2013 CENTRAL PROGENY TEST

SIRE WWT PWT YWT AWT YEMD | YFAT |YCFW |ACFW YFD AFD YDCV | ADCV YSL ASL YSS ASS YWEC |EBWR |EBCOV |LDAG
ARMIDALE 2.5 2.8 3.1 2.2 0.2 0.2 9.1 5.7 -1.6 2.1 0.9 0.6 -4.0 3.8 3.0 2.4 9 0.3 0.1 0.0
110631
93% 93% 90% 91% 86% 79% 84% 87% 94% 93% 92% 90% 92% 82% 88% 80% 62% - 85% 83%
ARMIDALE 1.0 1.1 3.0 2.0 0.3 0.3 10.6 135 22 2.0 0.6 05 78 55 5.0 -35 12 0.2 0.1 0.2
111735
95% 95% 91% 91% 87% 80% 84% 87% 94% 94% 91% 91% 91% 90% 88% 80% 66% - 86% 83%
AWAPIRI 0.2 0.4 1.2 1.0 12 11 3.6 7.9 -1.6 -1.6 0.5 0.7 25 3.4 -1.3 0.9 15 0.1 0.1 0.1
100085
84% 85% 81% 85% 7% 64% 2% 75% 89% 87% 84% 82% 85% 70% 82% 70% 57% - 80% 76%
BENMORE 2.4 1.6 1.1 0.4 0.1 0.7 0.2 3.7 -15 -1.9 0.7 0.6 6.2 0.6 26 0.0 0.0 0.3
091053
96% 95% 97% 94% 92% 90% 97% 96% 98% 97% 97% 96% 97% 95% 63% - 85% 81%
BENMORE 2.9 3.9 5.4 4.1 0.1 03 7.3 4.7 -1.8 25 0.1 0.7 5.4 43 0.5 0.6 30 0.1 0.1 0.2
100969
95% 94% 97% 93% 92% 90% 95% 96% 97% 97% 95% 95% 96% 95% 95% 93% 60% - 80% 76%
BLACK FOREST 0.6 13 3.0 1.1 0.4 0.3 06 33 2.0 23 07 0.4 2.9 6.0 2.4 1.4 5 0.1 0.0 0.6
080572
86% 87% 83% 86% 79% 66% 74% 75% 91% 88% 87% 82% 88% 2% 85% 2% 61% - 83% 79%
BLAIRICH 0.9 0.2 0.9 0.6 22 -18 9.2 6.3 -1.8 -1.9 0.9 -1.0 -8.3 8.4 1.0 25 5 0.3 0.3 0.7
110106
92% 93% 93% 91% 89% 82% 84% 85% 97% 93% 95% 90% 89% 7% 89% 79% 67% 49% 84% 80%
CLEARDALE 25 3.1 4.2 48 1.3 0.0 7.3 11.4 0.4 0.2 0.9 0.3 0.2 1.6 30 0.0 0.1 0.2
100127
94% 95% 93% 93% 90% 85% 89% 86% 94% 93% 91% 89% 89% 7% 60% - 84% 88%
CPT4 2.1 36 5.6 43 11 0.8 0.7 23 -16 -17 05 0.2 -38 6.2 -3 0.1 0.0 0.2
88% 89% 84% 87% 81% 67% 5% 5% 92% 88% 88% 83% 89% 2% 86% 73% 63% - 85% 81%
EARNSCLEUGH 2.1 2.4 3.9 2.4 0.8 0.5 10.0 0.8 1.2 0.9 0.6 10.4 5.6 1.1 1.1 -12 0.1 0.1 0.0
083006
97% 96% 96% 95% 93% 86% 93% 98% 97% 97% 96% 97% 97% 96% 90% 70% - 86% 83%
EARNSCLEUGH 3.2 6.6 1.1 0.5 14.9 6.0 1.3 2.0 0.9 0.2 6.2 2.3 2.7 2.8 9 0.2 0.1 0.0
114323
96% 94% 91% 82% 95% 91% 97% 96% 96% 94% 96% 94% 94% 86% 71% - 87% 85%
GLENLOE 1.9 55 1.1 0.6 2.2 3.4 0.2 0.1 1.4 1.1 35 4.7 2.9 3.8 4 0.0 0.3 0.0
092888
88% 89% 85% 87% 81% 67% 75% 75% 92% 88% 89% 83% 90% 73% 87% 73% 64% - 86% 82%
GLEN ORKNEY 2.8 4.0 47 6.1 -1.0 0.3 14.0 17.5 0.4 0.7 0.6 0.1 13.2 0.9 -1.0 44 0.1 0.4 0.2
100200
97% 95% 96% 94% 92% 85% 95% 91% 97% 95% 95% 92% 91% 90% 82% 73% - 86% 94%
GLEN ORKNEY 110184 1.7 1.1 0.8 0.9 0.3 0.4 21.4 17.2 0.8 1.1 3.0 2.9 12.1 9.2 -4.0 5.6 18 0.1 0.0
96% 94% 95% 92% 90% 81% 91% 87% 95% 93% 93% 89% 90% 76% 89% 78% 65% - 85%
GLENMORE 0.8 0.4 03 2.1 08 12 4.3 16.8 0.7 0.3 0.3 0.2 3.3 7.0 -16 0.2 0.2 0.0
020016
89% 90% 89% 90% 85% 79% 91% 89% 95% 94% 93% 92% 90% 79% 65% - 83% 81%
GLENTANNER -16 1.4 0.9 02 02 -1.0 15.4 0.3 0.3 0.2 0.4 2.6 3.6 47 0.1 0.0 0.2
08TW20
96% 94% 92% 93% 89% 78% 85% 92% 90% 88% 85% 89% 80% 63% - 83% 80%
GLENTANNER 03 0.8 1.9 2.2 0.1 08 14.2 14.4 0.2 0.2 1.7 -1.3 0.5 0.6 8 0.0 0.2 0.0
10UM18
90% 91% 88% 90% 82% 72% 81% 81% 92% 90% 89% 85% 90% 77% 67% 47% 85% 82%
GRAYS HILLS 3.8 3.3 5.4 1.1 0.4 0.6 18.7 8.8 1.2 -1.6 0.1 0.9 43 1.4 25 4.7 -36 0.2 0.3 0.2
100506
96% 96% 96% 94% 93% 90% 90% 89% 98% 95% 97% 93% 98% 92% 93% 85% 68% - 88% 86%
GRAYS HILLS 3.1 4.1 6.6 3.3 0.8 0.4 16.9 -1.0 1.3 0.4 0.6 5.1 2.0 3.3 3.3 3 0.1 0.1
110149
88% 91% 92% 90% 87% 78% 84% 95% 94% 89% 89% 94% 81% 85% 76% 61% - 81%
KOONWARRA 0.9 1.2 1.6 0.9 0.3 06 7.7 7.7 0.2 0.1 2.1 2.1 73 8.7 0.9 0.1 12 0.1 0.1 0.0
3JSN14
86% 87% 83% 86% 78% 65% 73% 75% 91% 88% 86% 83% 87% 71% 84% 71% 59% - 83% 78%
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2013 CENTRAL PROGENY TEST

SIRE YFD AFD YDCV | ADCV YSL ASL YSS ASS YWEC |EBWR |EBCOV |LDAG
LONGFIELD 2.1 2.7 0.6 0.2 5.7 3.9 0.1 1.3 -38 0.1 0.1 0.1
110711
92% 90% 88% 86% 89% 73% 86% 73% 62% - 85% 81%
MELROSE a4 6.2
080361
97% 94%
MERINOTECH 08 13
088579
98% 97%
MIDDLEHURST 21 21
100103
95% 91%
MOOJEPIN 0.2 0.4
090781
97% 97%
MOOJEPIN 0.0 03
110530
98% 97%
MOOJEPIN 0.9 13
110669
97% 96%
MOUTERE 16 19
082251
94% 93% 92% 90% 87% 83% 92% 83% 96% 92%
MULLER 1.9 2.6 3.3 3.3 0.1 05 15.2 15.2 06 0.7
090088
88% 89% 85% 89% 80% 67% 5% 78% 92% 91%
MULLER 1.4 1.7 1.7 1.9 0.3 -1.2 11.9 9.9 0.4 0.3
100002
85% 86% 83% 86% 78% 65% 73% 5% 91% 88%
NINEMILE 2.3 3.3 5.0 45 1.1 14.9 17.4 11 -15
090015
97% 97% 95% 94% 90% 91% 91% 97% 96% 96% 95% 97% 95% 92% 88% 73% 60% 85% 89%
NINEMILE 0.1 0.0 0.7 0.2 0.4 5.0 7.0 1.3 2.0 55 2.2 1.2 8 0.0 0.1 0.4
110189
95% 96% 93% 92% 89% 85% 86% 87% 93% 95% 92% 91% 82% 67% - 87% 84%
NINEMILE -1.0 1.1 0.0 -1.3 0.5 0.1 7.9 7.2 0.0 5.0 1.3 1.2 2.2 70 0.0 0.1 0.2
110196
96% 96% 93% 91% 88% 83% 86% 86% 92% 96% 90% 90% 81% 66% - 85% 81%
TARA PARK 0.3 0.9 2.6 1.3 0.3 05 11.6 12.0 -1.0 12 0.6 12 3.4 0.6 05 12 67 0.0 0.2 0.0
000685
89% 90% 86% 90% 82% 69% 76% 80% 93% 92% 90% 88% 90% 75% 88% 75% 65% - 86% 84%
THE GLEN 2.0 2.0 2.1 1.3 11 -15 13.2 9.1 -1.9 2.3 0.2 0.7 5.5 3.7 2.2 3.1 48 0.1 0.1 0.4
110065
90% 91% 89% 91% 85% T77% 83% 86% 94% 93% 91% 89% 91% 79% 89% 80% 69% - 88% 84%
THE GLEN 0.1 0.1 1.1 0.7 0.2 0.4 9.6 10.8 1.1 0.9 1.3 1.1 28 2.0 27 -1.8 14 0.2 0.0 0.1
110207
91% 91% 89% 91% 85% 76% 83% 86% 94% 93% 92% 89% 91% 79% 90% 80% 66% - 88% 85%
THE GUMS 2.2 1.3 35 1.1 0.0 0.1 15.2 13.2 0.4 0.2 0.3 0.6 -10.4 95 1.7 1.9 17 0.0 0.0 0.0
101861
92% 92% 89% 90% 86% 7% 87% 86% 93% 92% 90% 88% 89% 85% 86% 76% 60% - 83% 81%
THE GUMS 2.3 1.3 2.2 1.9 02 03 15.6 12.9 0.4 0.0 0.9 0.7 3.2 3.4 -1.9 -1.6 12 0.0 0.0 0.3
110207
83% 85% 83% 85% 78% 66% 81% 75% 90% 86% 86% 80% 87% 71% 79% 68% 51% - 74% 68%
THE GUMS 12 2.0 -15 -16 0.0 05 0.2 1.2 1.3 1.2 0.4 0.1 0.0 0.3 4.9 3.3 35 0.0 0.1 0.1
110703
89% 90% 85% 89% 81% 68% 76% 79% 93% 91% 89% 87% 90% 74% 87% 75% 64% - 87% 83%
TRIGGER VALE 5.0 75 7.1 1.0 8.7 6.1 0.1 0.7 0.1 0.0 12.9 12.6 15 -1.0 -35 0.3 0.1
110839
97% 96% 96% 92% 93% 91% 97% 95% 95% 93% 96% 92% 92% 87% 71% 95% 92%
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